Suppl Fig 3

A

Fusarium fujikuroi species complex; 3

Fusarium fujikuror; 3
O Fusarium fujikuroi IMI 58289; 3

Ascomycota; 28 leotiomyceta; 26 Sordariomycetes; 25 mitosporic Nectriaceae; 15
Pezizomycotina; 26 Hypocreomycetidae; 24Nectriaceae; 15
o o o o - o 'd T
0 o] ‘o] O O O 0 (_) Fusarium; 14
saccharomyceta; 27 sordariomyceta; 25 Hypocreales; 22
Fungi; 36 Fusarium solani species complex; 4
—O_’) Dikarya: 31 0 (O Fusarium solani; 3

Basidiomycota; 2

(O Agaricomycetes; 2

Agaricomycotina; 2

Score Expect Identities Gaps Strand
1334 bits(722) 0.0 722/722(100%) 0/722(0%) Plus/Plus

ERR248695 213 GGGGCGAAAGACTAATCGAACCTTCTAGTAGCTGGTTTCCGCCGAAGTTTCCCTCAGGATAGCAGTGTTGAACTCAGTTTTATGAGGTAAAGCGAATGATTAGGGACTCGGGGGCGCTAT
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Contig 44 1 GGGGCGAAAGACTAATCGAACCTTCTAGTAGCTGGTTTCCGCCGAAGTTTCCCTCAGGATAGCAGTGTTGAACTCAGTTTTATGAGGTAAAGCGAATGAT TAGGGACTCGGGGGCGCTAT

ERR248695 333 TTAGCCTTCATCCATTCTCAAACTTTAAATATGTAAGAAGCCCTTGTTACTTAATTGAACGTGGGCATTCGAATGTATCAACACTAGTGGGCCATTTTTGGTAAGCAGAACTGGCGATGC

FEErrrrrrrrrerrrerrrrrrrrrrerrrerrrerrerrrrrrrrrrrrrrerr e e e e e e e e e e e e e e e e e e e e e e
Contig_44 121 TTAGCCTTCATCCATTCTCAAACTTTAAATATGTAAGAAGCCCTTGTTACTTAATTGAACGTGGGCATTCGAATGTATCAACACTAGTGGGCCATTTTTGGTAAGCAGAACTGGCGATGC

ERR248695 453 GGGATGAACCGAACGCGAGGTTAAGGTGCCAGAGTAGACGCTCATCAGACACCACAAAAGGTGTTAGTACATCTTGACAGCAGGACGGTGGCCATGGAAGTCGGAATCCGCTAAGGACTG

Frrrrrrrrrrrrerrrrrrrrrrrrrrrrrrrrrrrrrrrrrr e rrr e e e e e e e e e e e e e e e
Contig 44 241 GGGATGAACCGAACGCGAGGTTAAGGTGCCAGAGTAGACGCTCATCAGACACCACAAAAGGTGTTAGTACATCTTGACAGCAGGACGGTGGCCATGGAAGTCGGAATCCGCTAAGGACTG

ERR248695 573 TGTAACAACTCACCTGCCGAATGTACTAGCCCTGAAAATGGATGGCGCTCAAGCGTCTCACCCATACCTCGCCCTCAGGGTAGAAACGATGCCCTGAGGAGTAGGCGGACGTGGAGGTCG

Frrrrrrrrrrrrerrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrr e e e e e e e e e e e e e e r e
Contig 44 361 TGTAACAACTCACCTGCCGAATGTACTAGCCCTGAAAATGGATGGCGCTCAAGCGTCTCACCCATACCTCGCCCTCAGGGTAGAAACGATGCCCTGAGGAGTAGGCGGACGTGGAGGTCG

ERR248695 693 TGACGAAGCCTAGGGCGTGAGCCCGGGTCGAACGGCCTCTAGTGCAGATCTTGGTGGTAGTAGCAAATACTTCAATGAGAACTTGAAGGACCGAAGTGGGGAAAGGTTCCATGTGAACAG

Frrrrrrrrrrrrerrrrrrrerrrrrrrrrerrrrrrrerrrr e rrr e rr e e e e e e e e e e e e e e e
Contig_44 481 TGACGAAGCCTAGGGCGTGAGCCCGGGTCGAACGGCCTCTAGTGCAGATCTTGGTGGTAGTAGCAAATACTTCAATGAGAACTTGAAGGACCGAAGTGGGGAAAGGTTCCATGTGAACAG

ERR248695 813 CGGTTGGACATGGGTTAGTCGATCCTAAGCTATAGGGAAGTTCCGTTTCAAAGGCGCACTTGTGCGCCGTCTAGCGAAAGGGGAGCCGGTCAATATTCCGGCACCTGGATGTGGGTTTTG

Frrrrrrrrrrrrerrrrrrrerrrrrrrrrerrrrrrrerrrr e rrr e rr e e e e e e e e e e e e e e e
Contig_44 601 CGGTTGGACATGGGTTAGTCGATCCTAAGCTATAGGGAAGTTCCGTTTCAAAGGCGCACTTGTGCGCCGTCTAGCGARAAGGGGAGCCGGTCAATATTCCGGCACCTGGATGTGGGTTTTG
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